Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; R factor = 0.023; wR factor = 0.061; data-to-parameter ratio = 11.8.
The molecule of the title compound, C 6 H 5 ClN 2 O 2 , is close to being planar (rms deviation = 0.032 Å for all non-H atoms), with a maximum deviation of À0.107 (3) Å for an O atom. In the crystal structure, intermolecular N-HÁ Á ÁO and N-HÁ Á ÁN interactions link the molecules into a three-dimensional network.
Related literature
For applications of substituted nitrobenzene and aniline derivatives, see: Heinisch et al. (1997) ; Wang et al. (2000) ; Yosuke et al. (2003) ; Zou et al. (1997) . For a related structure, see: Zhang et al. (2004) . For bond-length data, see: Allen et al. (1987) . For synthesis, see: Suwanprasop et al. (2003) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 3 2 .
Data collection: X-AREA (Stoe & Cie, 2001); cell refinement: X-RED (Stoe & Cie, 2001); data reduction: X-RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HK2694). (Wang et al., 2000) , donor-bridge-acceptor' triad compounds containing the aromatic sulfur bridges (Yosuke et al., 2003) , pyridazinobenzodiazepin-5-ones as non-nucleoside HIV Reverse Transcriptase Inhibitors (Heinisch et al., 1997) and 2-chloro-5,6-dihalo-D-ribofuranosylbenzimidazoles as potential agents for human cytomegalovirus infections (Zou et al., 1997) . We report herein the crystal structure of the title compound, as a key starting point towards many heterocycles.
Structure Reports Online
In the molecule of the title compound (Fig 1) , the bond lengths (Allen et al., 1987) and angles are within normal ranges, and may be compared with the corresponding values in N-tert-butyl-4-chloro-5-methyl-2-nitroaniline (Zhang et al., 2004) .
Ring A (C1-C6) is, of course, planar. Atoms Cl1, O1, O2, N1 and N2 are 0.019 (3), 0.104 (3), -0.107 (3), 0.003 (3) and -0.066 (3) Å away from the ring plane, respectively. So, the molecule is nearly planar.
In the crystal structure, intermolecular N-H···O and N-H···N hydrogen bonds (Table 1) link the molecules into a network, in which they may be effective in the stabilization of the structure.
Experimental
The title compound was prepared by nitration and selective reduction of 4-nitroaniline according to the literature method (Suwanprasop et al., 2003) . Recrystallization from methanol afforded the title compound. Anal. calcd. for C 6 H 5 Cl N 2 O 2: C, 41.76; H, 2.92; N, 16.23%; found: C, 41.71; H, 2.97; N, 16.16% Refinement H atoms (for NH 2 ) were located in a difference synthesis and refined isotropically. The remaining H atoms were positioned geometrically, with C-H = 0.95 Å for aromatic H and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0221 (6) 0.0617 (7) 0.0315 (6) −0.0054 (5) −0.0011 (4) 0.0122 (5) O2 0.0374 (7) 0.0750 (10) 0.0298 (6) −0.0099 (6) −0.0040 (5) 0.0271 (6) N1 0.0252 (7) 0.0302 (6) 0.0218 (6) −0.0012 (5) 0.0000 (5) 0.0029 (5) N2 0.0266 (7) 0.0291 (6) 0.0206 (6) −0.0039 (6) −0.0011 (5) 0.0041 (5) C1 0.0215 (7) 0.0184 (5) 0.0245 (7) 0.0006 (5) −0.0014 (5) −0.0047 (5) C2 0.0246 (7) 0.0181 (6) 0.0182 (7) −0.0004 (5) 0.0014 (5) −0.0026 (4) C3 0.0204 (6) 0.0216 (6) 0.0201 (6) −0.0019 (5) 0.0034 (5) −0.0021 (5) C4 0.0222 (7) 0.0196 (6) 0.0198 (6) 0.0001 (5) 0.0006 (5) −0.0015 (5) C5 0.0257 (7) 0.0235 (6) 0.0203 (7) −0.0021 (5) 0.0060 (6) −0.0007 (5) C6 0.0199 (7) 0.0247 (6) 0.0301 (7) −0.0009 (5) 0.0054 (5) −0.0027 (5) 
